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Abstract: Current cancer therapeutics often insufficiently eradicate malignant cells due to the
surrounding dense tumor stroma. This multi-componential tissue consists of mainly cancer-associated
fibroblasts, the (compact) extracellular matrix, tumor vasculature, and tumor-associated macrophages,
which all exert crucial roles in maintaining a pro-tumoral niche. Their continuous complex interactions
with tumor cells promote tumor progression and metastasis, emphasizing the challenges in tumor
therapy development. Over the last decade, advances in oncolytic virotherapy have shown that
oncolytic viruses (OVs) are a promising multi-faceted therapeutic platform for simultaneous tumor
and stroma targeting. In addition to promoting tumor cell oncolysis and systemic anti-tumor immunity,
accumulating data suggest that OVs can also directly target stromal components, facilitating OV
replication and spread, as well as promoting anti-tumor activity. This review provides a comprehensive
overview of the interactions between native and genetically modified OVs and the different targetable
tumor stromal components, and outlines strategies to improve stroma targeting by OVs.

Keywords: tumor stroma; tumor microenvironment; oncolytic viruses; virotherapy

1. Introduction

Despite decades of research into cancer, and the development of a tremendous amount of treatment
options, cancer remains a leading cause of death, with approximately 9.6 million deaths worldwide
in 2018 [1]. Traditionally, a tumor has been interpreted as a single bulk of rapidly multiplying and
differentiating malignant cells. To address this clump of tumor cells, patients are conventionally treated
with either non-specific chemotherapy, radiotherapy, surgery, or a combination of these treatments.
In addition, tumor-targeted therapies such as angiogenesis inhibitors and immunotherapies have been
developed [2-4]. However, a variety of studies have revealed the off-target effects of these treatments
on healthy non-malignant cells, resulting in severe adverse effects in patients [5,6]. Moreover, the
complexity, heterogeneity and plasticity of tumor cells and the microenvironment can contribute to
drug resistance and relapse [7].

A major determinant of therapeutic resistance is the dense stromal tissue surrounding and
imbedding the malignant cancer cells. Solid tumors are composed of tumor cells and up to 90% of
non-epithelial cells that collectively form the tumor stroma [8]. The tumor stroma is critically involved
in tumorigenesis, tumor progression, dissemination and therapy resistance, also acting as a barrier for
anti-tumor drugs and infiltrating immune cells [9]. In addition, this barrier has immunosuppressive
capacities, possibly reducing the sensitivity of tumors to immunotherapeutics [10]. The significant
impact of the stromal mass on tumor progression has opened an increasingly important cancer research
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area, drastically changing the rationale for anti-tumor treatment. However, the current therapeutic
strategies largely neglect the complex stromal barrier surrounding tumor cells, highlighting the need
for novel therapeutic options combining tumor and stroma targeting.

Oncolytic virotherapy (OV therapy) is a novel and promising therapeutic approach that has recently
gained interest for its multi-faceted mechanism of action that induces immunogenic cell death and thereby
strong anti-cancer immune responses. Oncolytic viruses (OVs) selectively target, replicate in and kill
tumor cells while sparing normal tissues. In fact, OVs benefit from the tumor’s altered microenvironment,
which displays certain tumor-specific receptors and modified cellular pathways [10,11]. OVs are
often targeted and armed by means of genetic modifications that facilitate replication within cancer
cells and express specific transgenes that result in enhanced tumor specificity, infectivity, replication,
oncolysis, anti-tumor immunity, anti-angiogenetic effects, and/or stroma targeting. As a result, OVs are
capable of modulating the immune infiltrate within the tumor stroma [10-13]. The application of such
engineered OVs is a fast-growing field of research, in which multiple clinical monotherapies have been
developed [12,14]. Therefore, OVs represent a promising therapeutic platform for simultaneous tumor
and stroma targeting [12,13].

In this literature review, we will discuss the OVs that specifically target tumor stroma components
and outline possibilities to improve this targeting, which is ultimately expected to result in enhanced
anti-cancer activity.

2. Oncolytic Viral Therapy

OVs are a collection of ‘cancer-killing” viruses, known for their multi-faceted attack on tumors and
their components. Through direct cancer cell lysis, they can boost a more effective anti-tumor immune
response [15,16]. OVs accomplish this by inducing immunogenic cell death, leading to the release
of danger-associated molecular patterns (DAMPs), recruitment and activation of leukocytes, and
modulation of the tumor microenvironment (TME) [17,18]. The overall inherent tumor cell binding and
entry capacity of OVs are determined by the (upregulated) expression of tumor cell surface receptors
that interact with virion components that mediate virus binding and entry [14]. In addition, OVs
can hijack specific pathways of the tumor cells, whose deregulation promotes tumor progression and
immune evasion, but also facilitates virus spread, replication, and oncolysis [14]. Examples of these
are genetic defects in the protein kinase R (PKR), type I interferon (IFN), and tumor necrosis factor
(TNF) pathways [14,19-22].

A large variety of oncolytic viral families have been investigated in various preclinical and clinical
cancer studies [23]. These cover both single-stranded and double-stranded RNA and DNA viruses,
including measles virus, vesicular stomatitis virus (VSV), reovirus, type 1 herpes simplex s (HSV-1),
Newcastle disease virus (NDV), adenovirus, and poxviruses (vaccinia and myxoma viruses) [24-33].
As reviewed by Yang and colleagues, multiple viral and tumoral factors can impact OV therapy [24],
but there are no general rules to predict the oncolytic efficiency of any OV with any target cancer, in
part because the tumor microenvironment can vary widely, even within a single cancer patient.

2.1. Tumor Stromal Components

Solid tumors secrete cytokines to suppress the anti-tumor functions of immune cells and recruit
stromal cells, forming a desmoplastic physical stromal barrier [24]. This multi-componential stroma
guides the alteration and behavior of tumor cells through continuous interactions with the tumor cells
as well as immune cells [10]. Consequently, the TME is commonly modified metabolically, chemically,
physically, and immunologically into a niche that promotes tumor progression and metastasis [34].
Therapy resistance and tumor recurrence could be overcome by controlling the interaction between the
tumor and stromal components using OV therapeutics. The major tumor stromal components which
are associated with these modifications, and which are demonstrated to be promising (direct or indirect)
targets for OV therapies, are outlined below. These stromal components include cancer-associated
fibroblasts (CAFs), (dense) extracellular matrix (ECM), tumor vasculature, and tumor-associated
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macrophages (TAMs), visualized in Figure 1 [35,36]. The subject of regulatory T cells (Tregs) is beyond
the scope of this review.
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Figure 1. Simultaneous tumor and stroma targeting upon in situ oncolytic virus administration. In situ
administration of natural, bioselected, or genetically engineered oncolytic viruses (OVs) results in
targeting of tumor cells as well as stroma components, including heterogeneous cancer-associated
fibroblasts, extracellular matrix, tumor vasculature, and tumor-associated macrophages. As a result,
OV penetration and replication are increased, leading to enhanced tumor killing and anti-tumoral

immune activity.
2.2. Cancer-Associated Fibroblasts (CAFs)

Fibroblasts are the major multi-functional component of tumor stroma. It has been shown that
local fibroblasts can develop into CAFs, although additional CAF progenitors have been identified as
well, such as mesenchymal stem cells, adipocytes, epithelial and endothelial cells [37]. CAFs steer the
behavior of stromal and tumor cells, and alter the physical and biochemical stromal structure via direct
cell—cell interactions and secretion of cytokines, sugars, proteins and proteases [38]. Additionally, CAFs
play an important role in tumor angiogenesis, proliferation and invasion, as they produce autocrine
and paracrine regulatory factors with tumor-promoting functions, e.g., vascular-endothelial growth
factor (VEGF) and stromal-derived factor-1 (SDF1) stimulate the recruitment of endothelial cells [37,38].
Moreover, CAFs produce matrix metalloproteases 1 and 2 (MMP1 and MMP2) and FGF2, shaping
the ECM structure and promoting tumor cell survival, respectively [39-41]. Specifically, CAFs were
shown to be the major producer of MMP2 in murine lung tumors [41]. Furthermore, CAFs establish an
immunosuppressive stroma by expressing and secreting multiple factors that hamper the survival
and mobilization of anti-tumor immune cells. A large variety of underlying mechanisms have been
identified, such as recruiting myeloid-derived suppressor cells (MDSCs) and regulatory T cells, as
described in a recent review of Monteran and Erez [40,42]. The multitude of these functions and roles
by CAFs can be accounted for by the fact that they are a heterogenous population within the tumor
stroma. Additional research has begun to determine the different ways that the types of CAF subsets
work to support the tumor and each other.

Inrecentyears, interest has increased in the heterogeneity of the CAF cell population. The numerous
sources of origin and the tumor-distinctive activation processes result in a large variety of phenotypic
markers expressed by the CAFs [37,38,43]. Some of the notable examples of these markers are x-smooth
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muscle actin (xXSMA) and fibroblast activation protein (FAP) [37]. Moreover, the urokinase-type
plasminogen activator receptor (uUPAR) is abundantly expressed by CAFs [44]. Importantly, these
markers have defined biological functions and are not necessarily CAF specific, since they are often also
expressed by other cells present in the tumor stroma [37]. For example, uPAR can also be expressed on
vascular endothelial cells (VECs), TAMS, and tumor-infiltrating lymphocytes, via which it plays a role
in tumor-stroma interactions, tumor progression and metastasis [44]. Moreover, some CAF subsets
clearly exert tumor-promoting functions, whereas others seem to be tumor controlling [45]. This
possibly explains the adverse and contradictory results of depleting CAFs based on surface markers
such as xSMA or FAP [37]. The different stromal markers in specific cancer models, their biological
functions, and co-expression in other cells have been extensively reviewed by Chen and Song [37].

Cancer-Associated Fibroblast Subsets (CAF Subsets)

Five different CAF subsets have been distinguished based on the origin of the precursor fibroblasts,
activation stages, surface markers and secretory phenotype. An overview of the characteristics and
functions of these CAF subsets is provided in Table 1. Importantly, the ‘myofibroblastic CAFs’ (myCAFs)
have been shown to restrain tumor growth, whereas the other subsets all seem to exert pro-tumoral
functions (Table 1) [45-50]. The tumor-promoting ‘inflammatory CAFs’ (iCAFs) have been shown to
secrete tumorigenic cytokines, and hyaluronan synthase, an enzyme which promotes metastasis and
therapeutic resistance [45,47,49]. The “antigen-presenting CAFs’ (apCAFs) are believed to enhance
regulatory T cell formation and thereby dampen immune activation [45]. By doing so, these CAFs
increase tumor survival by reducing the immune response to and targeting of the tumor. The ‘circulating
CAFs’ (cCAFs) play an important role in metastasis and the formation of a suitable niche for future
tumor cell colonization [48]. The CD10+GPR77+ CAFs are related to poor patient survival, enhanced
chemoresistance and cancer stemness [50]. Altogether, the variety of CAF functions highlights the
importance of targeting specific CAF subsets instead of all CAFs that might be present in the stroma.
A better functional characterization of the subsets could accelerate the future design of optimized
CAF-directed OV cancer therapeutics.

2.3. The Dense Extracellular Matrix (ECM)

The ECM comprises up to 60% of the solid tumor mass and is generated by CAFs and, to a lesser extent,
tumor cells [51]. The dense ECM is disordered and stiffened by multiple factors such as the collagenous
matrix, proteoglycans, and hyaluronan. The significant accumulation of the collagenous matrix alone is
associated with systemic therapy resistance and poor prognosis. The excessive accumulation of these
factors together results in an impermeable and rigid ECM, forming a shield surrounding the tumor
cells. In addition to impeding drug permeability, it interferes with oxygenation, metabolites and nutrient
supply. A reduced nutritional supply activates the pathological signaling cascades related to hypoxia
and metabolic stress, resulting in activation of drug efflux pumps, reduced apoptosis, and senescence, as
described by Ergtin and colleagues [51]. The ECM also harbors several proteases, such as MMPs secreted
by CAFs, that are associated with poor prognosis due to their capability to remodel the ECM components
to enhance for example angiogenesis and tumor cell migration [51]. Altogether, the multi-componential
dense ECM plays a significant role in current tumor therapy resistance and emphasizes the importance
of targeting the ECM components for optimal anti-tumor treatment effects.
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Table 1. Characteristics and functions of five distinctive CAF subsets.

CAF Subset Effect on Tumor Characteristics
T Expression of xSMA, TAGLN, MYL9, TPM1/2, MMP11,
Anti-tumoral POSTN, and HOPX
myCAFs ggn;é‘]eatic tumor) T Collagen production
l Expres sionof  Expression of  gogiraing tumor upon Hedgehog activation
E . co-stimulatory PDPN, DCN
;(E]Sisllzq molecules CD80, Formation upon TGFp-SMAD2/3 signaling
o 7

Pro-tumoral FAP, vIM D86, CD40 1 Expression of AGTR1, PDGFRA, CFD, LMNA, and DPT

iCAFs (pancreatic tumor) Secretion of inflammatory mediators, e.g., IL-6, G-CSF,

[36,38-40] LIF, CXCL1
Hyaluronan synthesis— T migration/invasion tumor cells—
impaired vasculature — therapeutic resistance
Formation upon IL-1 induced NF-«B and
LIF/JAK-STAT3 signaling

Pro-tumoral Expression of MHC-II and H2-Ab1

apCAFs (pancreatic tumor)

[36] Present antigens to CD4+ T cells, lack co-stimulatory
molecules — hypothetically deactivation by inducing
anergy or differentiation into Tregs

Pro-tumoral Circulate individually or clustered with tumor cells

cCAFs (breast and prostate tumors)

[39] Metastasis and tumor cell colonization

Pro-tumoral D1 PR77

CD10+GPR77+ CAFs CD10and G

(breast and lung tumors)

[41]

T NF-kB activation — IL-6, IL-8 secretion — cancer
stemness and persistence

1T, upregulation; |, downregulation; —, leading to; CAF, cancer-associated fibroblasts; myCAFs, myofibroblastic CAFs; iCAFs, inflammatory CAFs; apCAFs, antigen-presenting CAFs;
cCAFs, circulating CAFs; GPR77, G-protein-coupled receptor 77; COL1A1, collagen type I alpha I chain; FAP, fibroblast-associated protein; VIM, vimentin; PDPN, podoplanin; DCN,
decorin; aSMA, a-smooth muscle actin; TAGLN, transgelin; MYL9, myosin light chain 9; TPM1/2, tropomyosins 1 and 2; MMP11, matrix metallopeptidase 11; POSTN, periostin; HOPX,
homeobox transcription factor; TGFf3, transforming growth factor beta; AGTR1, angiotensin II receptor type 1; PDGFRA, platelet-derived growth factor receptor alpha; CFD, complement
factor D; LMNA, laminin A/C; DPT, dermatopontin; IL-6, interleukin-6; G-CSF; granulocyte-colony stimulating factor; CXCL1, chemokine C-X-C motif ligand 1; IL-1«, interleukin-1 alpha;
LIE, leukemia inhibitory factor; JAK/STAT3, janus kinase/signal transducer and activator of transcription-3; MHC-II, major histocompatibility complex class II; H2Aa/b1, histocompatibility
2 class II antigen A alpha and betal; NF-kB, nuclear factor kappa-light-chain-enhancer of activated B cells; IL-8, interleukin-8.



Biomedicines 2020, 8, 474 6 of 20

2.4. The Tumor Vasculature

Vascular endothelial cells (VECs) can be transformed into more rapidly proliferating and migrating
tumor endothelial cells (TECs) upon specific targeting and stimulation of signaling pathways by
tumor cells and surrounding activated stromal cells [52]. Together, these cells represent the tumor
vasculature, which provides nutrients for tumor growth and facilitates angiogenesis [53]. The continuous
tumor—endothelial cell interactions induce and regulate secretion of adhesion molecules, chemokines,
and excessive levels of VEGF by tumor cells and CAFs. This results in enlarged density regions,
hypoxia-induced angiogenesis, and vessel hyperpermeability, leading to an abnormal vessel structure,
metastasis and eventually therapy resistance [37,52]. These described co-interactions between the
tumor vasculature and tumor cells highlight the importance of targeting both components to enhance
anti-tumor therapeutic effects.

2.5. Tumor-Associated Macrophages (TAMSs)

Tumors steer both the innate and adaptive immune cell composition of the TME. In solid tumors,
half of the tumor mass is represented by types of macrophages known as TAMs, which polarize into
the pro-tumoral and anti-inflammatory M2 phenotype. The described recruitment and polarization are
promoted by the tumor and immune cell secreted cytokines, growth factors and metabolites such as
VEGE, colony stimulating factor-1 (CSF-1) and chemokine CCL2 [54]. TAMs can be distinguished from
the M1 phenotype based on their specific markers, including CD163, CD204, and CD200R, and their
upregulated genes, such as arginase-1 and macrophage mannose receptor [55]. Moreover, TAMs secrete
pro-inflammatory cytokines which affect multiple aspects in tumor progression such as suppressing
anti-tumor immune cells, enhancing tumor cell proliferation, stimulating angiogenesis, and promoting
metastasis [56]. More specifically, TAMs promote stiffening and fibrosis of the ECM by secreting TGF-§,
which in turn is shown to stimulate production and cross-linking of collagen [9]. Altogether, large
TAM infiltration results in complex pro-tumoral interplay with the tumor cells and other stromal
components, which is related to poor prognosis [57]. To date, the body of OV literature lacks direct
TAM targeting by OVs, as it only describes the indirect effects of OVs on TAMs. However, the above
discussed pro-tumoral interplay emphasizes the need to, and possible promising effect of, future OVs
targeting TAMs specifically.

3. Natural Stroma Targeting by Oncolytic Viruses

Several studies have demonstrated the inherent capability of OVs to target the tumor stroma.
Below, an overview is provided on the different stromal components for which natural targeting by
OVs has been described.

3.1. Natural Targeting of Cancer-Associated Fibroblasts (CAFs)

CAFs distinguish themselves from normal cells through their cellular origins, phenotypic plasticity,
and diverse functions, as previously discussed. To date, natural CAF tropism has been identified for
only one OV: VSV. VSV has been shown to successfully infect CAFs in patient-derived xenograft models.
VSV replication in pancreatic tumor cells and stroma is enhanced by the cross-talk between tumor
cells and CAFs [58]. This cross-talk occurs when the tumor cells secrete TGF-31, which promotes VSV
infection in CAFs, and CAFs secrete FGF2, which reduces innate anti-viral retinoic acid-inducible gene I
(RIG-I) expression in pancreatic tumor cells. The reduced expression of RIG-I makes these cells more
permissive to viral infection. As a result of this cross-talk, a niche consisting of VSV-sensitive tumor
cells and CAFs is maintained [58]. However, the targeting of a specific CAF subset has not yet been
described. Therefore, it remains to be determined whether VSV and other OVs have a preference for
specific subtypes of CAFs. As CAF subsets exert different defined functions, this could greatly influence
the therapeutic relevance of the OV-mediated targeting.
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3.2. Natural Targeting of the Tumor Vasculature

Four OVs with natural VEC specificity or binding abilities have been described, including reovirus,
VSV, HSV, and vaccinia virus (VV). Wild-type reovirus has been found to effectively infect and lyse
vascular endothelial cells (VECs) upon artificial elevation of VEGF levels. Subsequently, reoviral
delivery and tumor lysis was enhanced in vitro and in murine syngeneic melanoma tumor models [59].
Similar effects were seen with VSV, which showed improved overall survival of mice. Long-term
cure was observed upon reovirus treatment but not with VSV treatment. An important concern is
that reoviral replication also occurred in non-tumor tissues in mice, although no overt toxicity was
detected [59]. The effects on these non-tumor cells specifically remain to be further elucidated.

The 3D imaging of a murine colon cancer model has revealed direct VSV infection of VECs in tumor
vasculature, but not normal vasculature. VSV infection induced coagulation in the neovasculature,
reducing tumor perfusion and proliferation of malignant cells within the tumor core [60]. The mechanism
of VEC infectivity by VSVs remains to be studied, in which the role of the above discussed VEGF-induced
sensitivity could be taken into account.

In addition to VSV, VV has been studied as a potential treatment for colon cancer. Bell and colleagues
have demonstrated VEGF-induced VV internalization in VECs of mice bearing colon carcinoma tumors.
High levels of VEGF were shown to signal through VEGFR?2, followed by ERK1/2 and STAT3 signaling,
and upregulation of the transcription repressor PRD1/BF1. Thereby, the IFN-mediated anti-viral response
of VECs was suppressed, resulting in enhanced sensitivity to VV infection [61].

In addition to these observations of direct virus infection in VECs, OVs have also shown
anti-angiogenic effects. Contrast-enhanced ultrasound performed by Thorne and colleagues showed an
unexpected rapid vascular collapse and prevention of revascularization upon VV infection in murine
breast and renal tumor models. This effect was associated with a VV-induced reduction in VEGF levels
during the entire period of viral infection [62]. However, the mechanism underlying the reduced VEGF
levels remains to be studied.

Studies focusing on the effect of oncolytic HSV-1 on tumor angiogenesis show contradictory results.
While one study has shown a direct anti-angiogenic effect of oncolytic HSV-1 on both murine and
human VECs in vitro and in vivo [63], other researchers suggest that HSV-1 could evoke an angiogenic
response [64,65]. In human glioma cells, infection with HSV-1-derived OVs increases the angiogenic
CYR61 gene expression in a dose-dependent manner in vitro and in vivo. Increased CYR61 expression
is linked to glioma vascularization and invasion [64]. Moreover, HSV-1 is shown to have an inherent
pro-angiogenic effect by lowering thrombospondin-1 and -2 expression, leading to reduced inhibition of
pro-angiogenic factors including VEGF, FGF and MMP9 in infected human glioblastoma and glioma cells
in vivo. The mechanism by which HSV-1 inhibits this tumoral expression remains to be studied [64,65].
Notably, human endothelial cells seem susceptible to infection by another virus of the Herpesviridae
family, HHV-6, followed by clear anti-angiogenic effects. Upon infection, the expression of HHV-6
U94 has been demonstrated to increase HLA-G expression, which inhibits the angiogenic capacity
of the endothelial cells [66]. Altogether, a clear anti- or pro-angiogenic nature of HSV-1 remains to
be elucidated.

4. Oncolytic Virus Modification to Enhance Stroma Targeting

Despite the natural stroma targeting of the above discussed OVs, the dense tumor stroma can limit
the viral spread, replication and infectivity [12]. Stroma targeting by OVs can be enhanced by modifying
the OVs to optimize their ability to target either specific stromal components, or their interactions with
tumor cells. Below, an overview is given of the different OVs that have been genetically modified,
through bioselection or genetic engineering to (better) target specific stromal components (see Table 2).

4.1. Modified Oncolytic Viruses Targeting Cancer-Associated Fibroblasts (CAFs)

CAFs represent a promising target for OV therapy as they are the major stromal component.
The studies discussed below show how OVs can target CAFs to enhance their replication, or to diminish
the pro-tumoral effects and activities of CAFs. To date, they have not examined the targeting of specific
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CAF subsets. As previously discussed, each CAF subset exerts specific functions. Future studies are
warranted to examine how this affects the therapeutic effect of OV-mediated targeting.

A few studies have described bioselection as a powerful tool to select and develop oncolytic
adenoviruses with improved stroma-targeting capacities [67]. By repeated passing of a rapidly mutating
adenovirus in CAFs, adenovirus mutants that show greater infectivity of these cells have been selected
and isolated. After viral genome sequencing, the i-leader C-terminal truncation mutation, iLG397T,
was identified to underlie enhanced adenovirus release from both human CAFs and lung tumor cells,
as well as cytotoxicity in vitro. The iLG397T mutation was subsequently introduced in two distinctive
adenoviruses, resulting in AdiLG397T-RGD [68] and ICOVIR-15i [69]. Upon treatment of xenografts
composed of human lung tumor cells and fibroblasts, both iLG397T-mutated adenoviruses augmented the
anti-tumor efficacy and animal survival compared to adenoviruses lacking the iLG397T mutation [68,69].

Furthermore, combination treatment with the chemotherapeutic agent gemcitabine in Syrian
hamsters bearing syngeneic pancreatic tumors that harbored CAFs was shown to enhance the
therapeutic efficacy of ICOVIR-15i. This effect presumably occurs through enhanced tumor cell killing,
which may lead to a reduced intratumoral interstitial pressure, followed by enhanced adenoviral
penetration. In line with this, ICOVIR-15i-mediated targeting of both CAFs and tumor cells could
result in less-dense tumor and stromal tissue, enhancing both OV and gemcitabine penetration [69].
CAF-mediated enhanced virus release remains to be verified in vivo, as the effects have not yet been
compared to those in xenografts of tumor cells only. Notably, these studies did not compare the effects
to those in xenografts of tumor cells only. Therefore, CAF-mediated enhanced virus release remains to
be verified in vivo. In addition, the effects on CAF functions remain unclear, as no specific changes in
secretory or cellular functions of CAFs were described.

While bioselection can be a powerful tool for modifying potential OVs, genetic engineering methods
have yielded far more of these stroma-targeted OVs. Studies completed by Lopez and colleagues
demonstrate the importance of CAF targeting in the oncolytic efficacy of replicative genetically modified
adenoviruses. They generated Ad-F512, which expresses a secreted protein acidic and rich in cysteines
(SPARC) promoter to selectively replicate in SPARC-expressing cells. SPARC is mainly expressed by
stromal cells, including CAFs, and to some extent tumor cells [70]. Ad-F512 infection of xenografts
composed of melanoma cells combined with CAF-resembling fibroblasts showed a delay in tumor
growth compared to xenografts of only melanoma cells, but no total tumor clearance [70]. Importantly,
several epithelial cancer types downregulate SPARC expression by promoter methylation [71], which
could hamper the therapeutic efficacy. This highlights the importance of examining SPARC expression
levels before considering this approach. The anti-tumor efficacy of Ad-F512 was found to be highly
dependent on the presence of fibroblasts. Therefore, Ad-F512 has been further modified, resulting in the
strain named Ad-(5/3)-kBF512HRE, in order to improve simultaneous targeting of not only the stromal
but also the malignant cell components of the tumors by incorporating hypoxia and inflammation
responsive promoter motifs, also described as a triple chimeric promoter [71].

In another approach, the adenovirus strain AATATMMP has been engineered to selectively enter
cells upon proteolytic cleavage of its fiber by MMP2 and MMP9. Since MMP2 and MMP9 are involved
in the continued growth of the tumor and metastasis, coupled with the fact that high expression of both
is related to poor patient survival in various types of cancers, an OV that targets these markers could be
of high clinical value [41]. In comparison to a wild-type fiber adenovirus, ACTATMMP demonstrated
increased infection of tumor cells as well as patient-derived CAFs that highly expressed MMP2 and
MMP9. OV administration in both syngeneic as well as xenograft models of stroma-rich pancreatic
cancer showed a large increase in tumor transduction and tumor killing compared to the wild-type
fiber adenovirus [72].

Another way to target CAFs has been exploited with an adenovirus expressing a bispecific T cell
engager (BiTe) targeted to FAP. FAP, as previously discussed, is one of the general markers expressed by
CAFs. This virus, EnAd-CMV-FAP-BiTE, was shown to trigger T cell-mediated killing of CAFs in human
malignant ascites as well as solid prostate cancer tissue [73]. A similar adenovirus, ICO15K-FBiTE,
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encodes a FAP-targeting BiTE as well. ICO15K-FBiTE treatment of mice bearing human lung or
pancreatic tumors stimulated T cell activation and T cell infiltration into tumors, which mediated killing
of FAP-positive cells, and reduced tumor growth. This indicates that this virus, like EnAd-FAP-BiTE,
stimulates T cell-mediated killing of FAP-expressing CAFs [74].

CAFs have also been targeted using a genetically modified measles virus (MV) that is retargeted
against the murine or human uPAR (MV-m-uPA or MV-h-uPA, respectively) [44]. The MV-uPA viruses
were shown to efficiently infect and kill murine and human CAFs. These viruses were also effective against
breast tumor cells in a species-specific manner in vitro and in vivo. It was demonstrated that MV-uPA
could be successfully transferred from infected fibroblasts to tumor cells. Murine CAFs infected by murine
MV-uPA inhibited the proliferation of human breast cancer cells that were otherwise MV-m-UPA resistant,
whereas uninfected CAFs stimulated tumor cell growth. Moreover, the importance of stromal targeting
was demonstrated in a murine xenograft model containing human breast tumor cells (MV-m-uPA
resistant, MV-h-uPA sensitive) and murine stromal cells (MV-m-uPA sensitive, MV-h-uPA resistant).
Whereas administration of MV-h-uPA showed superior tumor-controlling effects over MV-m-uPA, a
combination treatment of both MV-m-uPA and MV-h-uPA outperformed monotherapy [44].

In a recent follow-up study, MV-CD46-muPA has been developed, which was shown to target
both human CD46-positive colon tumor cells and murine uPAR-expressing CAFs in vitro and in vivo.
Systemic administration of MV-CD46-muPA to mice bearing human colon tumors improved tumor cell
killing and overall survival compared to MV-GFD, indicating the importance of killing both tumor and
stromal cells. Notably, the effects of MV-CD46-muPA were not compared with those of MV-m-uPA,
MV-h-uPA, or combined MV-m-uPA/MV-h-uPA treatment [65]. Another study by the same group has
demonstrated targeting of uPAR-expressing endothelium cells by MV-uPA, which is further discussed
below. The effects on other uPAR-expressing cells such as TAMs remain to be studied.

Another way to target CAFs has been shown using genetically modified recombinant vaccinia virus,
known as GLV-1h282, that expresses FAP-specific single-chain antibody (scAB). Upon intravenous
injection of mice bearing human lung epithelial tumor xenografts, GLV-1h282 has demonstrated
enhanced tumor regression compared to the unmodified GLV-1h68. This regression was likely related
to OV targeting of FAP-expressing CAFs present in the model, as the tumor cells were shown to be FAP
negative. Interestingly, the greatest tumor regression was shown after treatment with the engineered
vaccinia viruses encoding scABs targeting both VEGF and EGFR (GLV-1h444), or VEGF and FAP
(GLV-1h446). Although no direct CAF targeting was described, the observed tumor growth inhibition
using GLV-1h446 was presumed to be partially attributed to CAF targeting [75].

Altogether, these studies highlight the potential of generating OVs with enhanced stroma-targeting
capacities through bioselection and genetic engineering. Importantly, the composition of CAF subsets
and functions differ between tumors, as mentioned before. A description of the specific human CAF
subsets involved in the experiments is lacking, rendering it challenging to extrapolate the findings to
other tumors.

Potential Approaches to Target Pro-Tumoral Cancer-Associated Fibroblast Subsets (CAF Subsets)

It has become clear that genetically engineered OVs are able to target CAFs, which can improve
OV distribution, infectivity in the tumor stroma, and therapeutic outcome in a variety of tumor types.
However, the performed studies lack a clear CAF subset description, as for example FAP is a general CAF
marker for both anti-tumoral myCAFs and pro-tumoral iCAFs [45]. Moreover, targeting of non-specific
CAF markers demands caution, as this could result in undesirable off-targeted effects on other cell
types expressing the markers [37]. A more detailed examination of the specific CAF populations to be
targeted for distinct tumor types, based on surface markers and secretory phenotype, would greatly
benefit the design of robust and consistent CAF-targeting OV therapies. Below, some recommendations
are given on strategies to further improve CAF (subset) targeting.

The recently identified pro-tumoral iCAFs represent a favorable target for OV therapy. In order to
specifically target iCAFs, OVs should be directed against one of the specific iCAF markers (Table 1).
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AGTRI in particular poses a promising target, as this surface marker is already studied in current
clinical trials [48,49]. Moreover, iCAF formation could be inhibited by blocking the IL-1x-induced
NF-«B-LIF/JAK/STAT signaling pathway in fibroblasts, e.g., using IL-1 receptor antagonists or IL-1c
neutralizing antibodies [47,76]. This approach represents a double-edged sword, reducing the number
of pro-tumorigenic iCAFs [47] and shifting the iCAF phenotype towards the tumor-restraining myCAF
phenotype [36]. Along the same line, inducing the TGF-§ signaling pathway, which presumably underlies
the function of myCAFs, could increase the number of tumor-restraining myCAFs [47]. Alternatively,
OVs could be engineered to express recombinant sperm hyaluronidase or hyaluronan acid synthesis
inhibitors to deplete the iCAF-secreted hyaluronan synthases (Table 1). The hyaluronan-induced
impairment of the tumor vasculature would then be diminished, enhancing drug delivery and OV
spread in solid tumors [48].

The pro-tumoral CD10+GPR77+ CAFs pose another interesting CAF subset for future OV therapy.
GPR?77, a surface marker and an essential signaling molecule for this specific CAF subset (Table 1) [50],
could be targeted by OVs through the expression of, e.g., GPR77-neutralizing antibodies. Overall, there
are various potential OVs targeting these different CAFs that could be developed in future studies.

4.2. Engineered Oncolytic Viruses Targeting the Tumor Extracellular Matrix (ECM)

OV-expressed factors such as proteases can be used to degrade ECM components. For example,
MMP9 has been shown to facilitate ECM degradation, and to enhance HSV delivery, distribution, and
oncolytic effect in mice bearing human brain tumors [77]. Recently, Grandi and colleagues armed an
EGEFR-retargeted HSV with MMP9, KMMP9. This modified HSV demonstrated selective infection and
killing of EGFR-bearing glioblastoma tumor cells in vitro and improved viral penetration and survival
in a glioblastoma multi-forme xenograft model [78]. Whether this HSV-mediated ECM degradation
also increases (anti-tumor) immune cell infiltration in the tumor remains to be studied. Similarly,
Szalay and colleagues showed that intratumoral administration of GLV-1h255, a VV expressing MMP9,
in mice bearing prostate tumors enhanced collagen IV degradation, viral replication, and tumor
regression [79]. Strikingly, MMP9 has been found to induce VEGF bioavailability, leading to enhanced
angiogenesis [80], highlighting a potential undesirable effect of MMP9 expression by OVs. While Szalay
and colleagues disproved this, as the VV-infected areas of the prostate tumor showed significantly
lower vascular density compared to uninfected areas [79], Grandi and colleagues did not study this
possible adverse effect in their experiments [78].

Conversely, MMP suppression has been exploited to counteract the pro-tumorigenic roles of
MMPs. Tissue inhibitor metalloproteinases 1 to 4 (TIMPs1-4) tightly regulate the proteolytic activity of
MMPs in healthy human tissues. A decreased expression of TIMPs, and therefore over-active MMPs,
has been shown to result in invasive, metastatic, and poor prognostic tumors [81]. Therefore, Cripe and
colleagues engineered an oncolytic TIMP-3-armed HSV, rQT3, in order to neutralize MMP3 expression.
TIMP-3-armed HSV treatment of human neural tumor cells in vitro and in vivo inhibited MMP3 levels,
increased viral replication in and cytotoxicity of tumor cells as well as VECs, thereby reducing vascular
density [82].

Altogether, targeting the ECM requires caution. The efficacy of either MMP expression or suppression
to promote OV spread in the tumor stroma may depend on the tumor-specific ECM composition, requires
adequate dosing and timing, and should be weighed against the potential release of tumor-promoting
factors [81]. MMP expression by OVs is another potential concern, as the MMP-mediated ECM remodeling
is also known to facilitate tumor growth, tumor cell invasion, and metastasis [83]. In addition to this
pro-tumorigenic effect, some MMPs can also exert anti-viral activity on OVs [84]. Moreover, the TIMP-3,
MMPs and tumor growth factors present in the ECM use heparan sulfate proteoglycans as docking sites.
In addition, MMPs are described to cleave many non-matrix substrates including cellular receptors,
which together could interfere with the OV binding [85]. To date, these effects have not been addressed
in studies on the effectiveness of such approaches. These interactions are likely more apparent in the
complex 3D tumor tissues in comparison with the dissimilar two-dimensional cell cultures. Therefore,
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it remains to be determined whether the mentioned MMP-targeting approaches are also effective in
the clinic.

4.3. Engineered Oncolytic Viruses Targeting the Tumor Vasculature

Multiple approaches exist to target the tumor vasculature using genetically engineered OVs [86].
These approaches could be divided into OVs targeting the tumor vasculature by infecting the tumor
VECs or inhibiting (pathways of) angiogenic cytokines and proteins specifically.

Firstly, as previously discussed for CAFs, a variant of the SPARC promotor expressing Ad-F512,
Ad(I)-F512-TK, is shown to effectively infect and kill both CAFs and endothelial cells in vitro. Combination
treatment of this OV with gemcitabine of mice bearing a mix of pancreatic tumor cells and endothelial
cells showed induced complete tumor remission compared to mice bearing tumor cells only [70]. This
implies that the presence of the endothelial cells favored the therapeutic efficacy of this combination
treatment. The effect of Ad(I)-F512-TK on tumor cells mixed with CAFs in vivo remains to be elucidated.

Another OV which has also been shown to target VECs, in addition to CAFs, is the earlier discussed
MV-uPA. Compared to MV-GFP, MV-m-uPA enhances endothelial cell infection both in vitro and in
systemically infected mice bearing human breast tumors. Moreover, MV-m-uPA treatment resulted in
superior anti-tumor effect and prolongation of survival compared to mock infection. No toxicity was
observed, indicating specific targeting of uPAR-expressing endothelial cells [87]. Altogether, it is proven
that both CAFs and endothelial cells can be efficiently targeted by OVs based on their SPARC and uPAR
expression. However, to date, no in vivo model has been described in which the effect of OV therapy
on tumor mixed with both stromal components is studied. Therefore, additional studies are needed to
prove whether such multi-faceted OV therapies are more efficacious than single-targeted ones.

The oncolytic bG47Delta-dnFGFR, an HSV expressing a FGFR therapeutic transgene, is shown
to be another approach to inhibit the tumor vasculature. Upon treatment with this OV, mice bearing
human glioblastoma tumors showed both angiogenesis and tumor growth inhibition. These results
could be related to inhibition of FGF signaling in both VECs and tumor cells [88]. Importantly, FGF2 is
overexpressed in both human head and neck squamous cell carcinoma (HNSCC) and VECs, promoting
tumor vascularization [89]. The effect of this FGF2 overexpression can be diminished using FGF2-TK,
an adenovirus carrying recombinant FGF2-Fab. Treating both glioblastoma and HNSCC tumors using
this OV is shown to reduce tumor vascularization and cell growth in murine xenografts [89].

Another way to target VECs, currently studied in clinical trials, is the multi-functional engineered
JX-594, an oncolytic VV with a disrupted viral thymidine kinase (TK) gene [90]. JX-594 therefore requires
a higher level of cellular TK for its replication, compared to TK-positive wild-type VV. In addition, as
previously discussed, VV takes over cellular pathways such as VEGF-induced ERK1/2 and STAT3 signaling
for its replication in VECs [61]. VEGF stimulation was shown to stimulate VEGFR phosphorylation in
endothelial cells, which resulted in TK expression and enhanced JX-594 replication and release. These
results were in line with the observed tumor and tumor vasculature disruption in JX-594-infected mice
bearing breast tumors that expressed high levels of VEGF and in hypervascular liver cancer patients [90].

OVs have also shown anti-vascular effects by decreasing pro-angiogenic cytokines or proteins in
tumor tissues. One approach is to target the highly expressed MMP14 in human glioma cells using an
oncolytic adenovirus encoding an MMP14-silencing small hairpin RNA (shRNA), CRAd-5-5/3shMMP14.
MMP14 expression is known for its angiogenesis-promoting effect, therefore silencing of this protein
is shown to reduce pro-angiogenic IL-8 and VEGF levels in infected glioma cells in vitro, as well as
angiogenesis and glioma proliferation in human glioma xenografts [91].
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Table 2. Overview of inherent, bioselected and genetically engineered OVs targeting tumor stroma components.

Virus/Vector Modification/Transgene Stroma Target Observations
Natural targeting
VSV CAFs, vasculature [49,51] CAF and VEC infection
Reovirus Vasculature [50] Viral replication in VECs
\'A% Vasculature [52,53] | Anti-viral response VECs; | (Re)vascularization
HSV-1 Vasculature [54-56] Anti-/pro-angiogenic effects
HHV-6 Vasculature [57] | Angiogenesis
Bioselected for enhanced targeting
AdiLG397T-RGD iLG39T mutation CAFs [59] CAF infection and killing
Genetically modified for enhanced targeting
Ad-F512, -TK/GCV SPARC promoter CAFs, vasculature [61] CAF and VEC killing
Ad-(5/3)-kBF512HRE Triple chimeric promoter CAFs [62] CAF killing
AdTATMMP MMP-cleavable linker CAFs [63] T CAF infection, T killing
EnAd-CMV-FAP-BiTE FAP-targeted BiTE CAFs [64] T cell-mediated CAF killing
ICO15k-FBiTE FAP-targeted BiTE CAFs [65] T cell-mediated CAF killing
MV-m/h-uPA ulPA CAFs; vasculature [35,78] Target uPAR* CAFs and VECs
GLV-1h282 Anti-FAP CAFs [66] CAF killing
KMMP9 EGFR, MMP9 ECM [69] | ECM — T HSV penetration
GLV-1h255 MMP9 ECM [70] | ECM — 7 replication
rQT3 TIMP-3 ECM [73] | Tumor (several hypotheses)
bG47Delta-dnFGFR FGFR Vasculature [79] T VEC killing
FGF2-TK FGF2-Fab Vasculature [80] Targets FGF2* VECs
JX-594 TK disrupted Vasculature [81] Targets TK* VECs
CRAd-S-5/3shMMP14 MMP14 shRNA ECM [82] | Angiogenesis
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Table 2. Cont.

Virus/Vector Modification/Transgene Stroma Target Observations
Ad-uPAR-MMP9 Anti-sense uPAR and MMP9 ECM [84] | Angiogenesis
vvdd-VEGFR-1-Ig VEGFR-1 Vasculature [85] | Angiogenesis
GLV-1h444 Anti-VEGF/-EGFR Vasculature [66] | Blood vessel density
GLV-1h446 Anti-EGFR/-FAP Vasculature, CAFs [66] | Blood vessel density, likely CAF targeting
NV1042 IL-12 Vasculature [87] | Neovascularization
OVV-CXCR4-A-mFc CXCR4 antagonist Vasculature [88] | Angiogenesis

T, upregulation; |, downregulation; —, leading to; VSV, vesicular stomatitis virus; VV, vaccinia virus; HSV, herpes simplex virus; HHV, human herpesvirus; Ad, adenovirus; MV, measles
virus. TK, thymidine kinase; GCV, ganciclovir; MMP, matrix metalloprotease; FAP, fibroblast activation protein; BiTE, bispecific T cell engager; uPA(R), urokinase-type plasminogen
activator (receptor); FAP, fibroblast activation protein; EGFR, epidermal growth factor receptor; TIMP, tissue inhibitor metalloproteinase; FGF(R), fibroblast growth factor (receptor);
shRNA, short hairpin RNA; VEGFR, vascular-endothelial growth factor receptor; IL, interleukin; CXCR4, chemokine C-X-C motif receptor 4; CAF, cancer-associated fibroblasts; VECs,
vascular endothelial cells; ECM, extracellular matrix.
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Another adenovirus has been engineered to carry the anti-sense sequence for uPAR and MMP9,
Ad-uPAR-MMP9. MMP9is a collagen type IV-degrading enzyme, by which it contributes to metastasis, as
well as an effective diagnostic biomarker for non-small-cell lung cancer (NSCLC) [92]. Ad-uPAR-MMP9
infection was shown to downregulate uPAR and MMP9 protein levels and inhibit angiogenesis in
human lung tumor cells in vitro. Moreover, human NSCLC-bearing mice showed higher percentages
(90%) of tumor control and distinct inhibition of metastasis upon infection with Ad-uPAR-MMP9
compared to unarmed adenovirus, which was attributed to adenovirus-mediated destruction of the
tumor vasculature [93].

An additional set of approaches involve engineered OVs targeting pro-angiogenic cytokines
in order to target the tumor vasculature. Firstly, a study of Hemminki and colleagues has shown
a clear anti-angiogenic effect using vvdd-VEGFR-1-Ig, an engineered VV targeted against kidney
tumor cells that is armed with VEGFR-1-Ig. This VEGFR-1 is known to scavenge the highly expressed
VEGF molecules, inhibiting VEGF-induced angiogenesis. Upon medium or low doses of systemic
OV administration in renal tumors of immunodeficient mice, tumor regression, anti-tumor cytokine
responses and anti-angiogenic effects were detected [94].

In line with this, infection with the earlier introduced VVs encoding antibodies that target VEGF
and EGFR (GLV-1h44), or VEGF and FAP (GLV-1h446) diminished angiogenesis and tumor cell
proliferation in human prostate tumor xenografts. GLV-1h446, expressing anti-VEGF and anti-FAP, was
specifically shown to decrease tumor proliferation in both infected and uninfected distal tumor areas,
demonstrating the enhanced systemic therapeutic effects of this VV [75]. Interestingly, the previously
discussed natural VECs tropism of VVs is facilitated by VEGF signaling which could cause a counter
effect of inhibiting VEGF-signaling on the natural CAF tropism of VV [59]. This possible counter effect
of VVs has not yet been examined by either of the above discussed studies.

IL-12 has been demonstrated to enhance Thl-mediated anti-tumor responses and to inhibit
tumor angiogenesis in severe-combined immunodeficient mice [95]. This has been exploited by the
engineering of an IL-12-armed HSV, NV1042 [96]. Combined treatment of this virus and a low dose
of vinblastine, a microtubule-disrupting agent, was shown to target prostate tumor cells and reduce
angiogenesis by impairing VEC growth, neovascularization, and tumorigenesis in a murine xenograft
model [96].

Finally, the tumor vasculature has also been targeted by OVV-CXCR4-A-mFc, a VV expressing
a CXCR4 antagonist, which is directed against the VEGF-induced pro-angiogenic CXCL12/CXCR4
signaling pathway in human breast tumor cells. Upon intravenous administration, this virus blocked
CXCL12/CXCR4 signaling, inhibiting the recruitment of circulating endothelial progenitors (CEPs) into
the stroma and destructing the tumor vasculature in human breast tumor bearing mice [97].

4.4. Engineered Oncolytic Virus Indirect Targeting of Tumor-Associated Macrophages (TAMs)

Targeting of the highly abundant TAM population and their interactions with the tumor cells and
other stromal components may help to reduce primary tumor growth, metastases, and recurrence.
Multiple therapeutic approaches to reduce the pro-tumoral effects of TAMs have been reviewed by
Portella and colleagues, including TAM depletion, reduction in macrophage recruitment, or modulation
of the pro-tumoral M1 to M2 macrophages polarization [54]. The oncolytic effect of OVs is shown to be
closely related to the macrophage phenotype present in the tumor stroma. While M1 macrophages
enhance viral clearance, they also reduce tumor growth and can therefore increase the oncolytic effect of
OVs. In contrast, despite the anti-inflammatory effect, and thereby the prevention of viral clearance, the
above discussed pro-tumoral effects of M2 phenotypes counteract the oncolytic effect of OVs. Therefore,
a growing body of studies describes the effect of OV therapies and the indirect immune-modulatory
effects, of which the pro-tumoral effects of TAMs are shown to be reduced as result of either enhanced
infiltration or repolarization of the M1 phenotype rather than M2 phenotype [44,54].

Despite the importance of TAMs in steering the pro-tumoral and immunosuppressive environment
of stromal tissues, no (engineered) OVs have been documented yet in which TAMs are directly targeted
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by OVs. Taken together, future studies focusing on OVs targeting TAMs by, for example, expressing
transgenes directed against the previously discussed TAM markers such as CD163, CD204 or CD200R
could be of great value.

5. Conclusion and Future Outlooks

OVs represent a promising multi-faceted class of tumor therapeutics to overcome the dense tumor
stroma (Figure 1). Excluding lymphocytes such as Tregs, the major tumor stromal components include
CAFs, VECs, TAMs, and ECM proteins such as MMPs. Several OVs have shown an inherent capability
to naturally target CAFs and VECs. However, the dense stroma often limits OV spread, replication and
infectivity. Therefore, multiple approaches have been described to optimize targeting of both tumor
and stromal components by using genetically engineered OVs. Using these approaches, OV-mediated
stromal targeting has been shown to efficiently increase tumor control and overall survival.

By targeting the rich ECM and its components such as MMPs, the density and stiffness of the tumor
ECM will presumably decrease, easing OV, anti-tumor drug and lymphocyte migration towards the
tumor [51]. The subsequent cascade of immunological events are beyond the scope of this article, but
have been excellently reviewed by others [18,51]. Importantly, angiogenesis inhibition is anticipated to
reduce tumor vasculature, but also to decrease the recruitment of immune cells via the bloodstream
and thereby suppress anti-tumor immune responses [98].

In particular, OV-mediated targeting of CAFs appears promising, as CAFs are known as the
‘small factories” of the dense ECM. In addition, CAFs have been identified as the major players in
maintaining a pro-tumoral niche as well as regulating the complex tumor—stroma interactions. Multiple
non-specific CAF markers have been identified. However, the heterogeneity of CAF subsets and
their tumor-distinctive functions in different tumor types highlight the importance of examining and
targeting more specific CAF populations that may differ per tumor tissue. The best-studied CAF
subsets are the myCAFs and iCAFs present in pancreatic tumors. Future OVs should preferably be
engineered to target the pro-tumorigenic iCAFs or CD10+GPR77+ CAFs by targeting specific surface
markers, or the signaling pathways involved in their formation and function.

Importantly, stroma targeting by OVs demands some caution, as it could have major effects on the
tumor composition, immune infiltration and activation, as well as off-target effects on surrounding
cells. Altogether, by taking into account the complex interactions between the heterogenous stroma
components and tumor cells, OVs and their arming transgenes hold promise as unique dual tumor- and
stroma-targeted therapies that could ultimately improve the prognosis of cancer patients, especially
those suffering from stroma-rich tumors.
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